Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.051; wR factor = 0.120; data-to-parameter ratio = 23.6. organic compounds o2670 Yusof et al.
The asymmetric unit of the title compound, C 20 H 24 N 2 OS, consists of two crystallographically independent molecules. In each molecule, an intramolecular N-HÁ Á ÁO hydrogen bond forms an S(6) ring motif. The dihedral angles between the terminal benzene rings in the two molecules are 75.52 (7) and 42.80 (7) . In the crystal, intermolecular N-HÁ Á ÁS interactions link the molecules into a chain along the c axis.
Related literature
For related structures, see: Yusof, Mutalib et al. (2012) ; Yusof, Embong et al. (2012a,b) ; Usman et al. (2002) ; Al-abbasi et al. (2010) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data C 20 H 24 N 2 OS M r = 340.47 Monoclinic, P2 1 =c a = 19.5893 (2) Å b = 8.8118 (1) Å c = 23.5034 (2) Å = 114.886 (1) V = 3680.37 (6) Å 3 Z = 8 Mo K radiation = 0.18 mm À1 T = 100 K 0.41 Â 0.22 Â 0.17 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009 ) T min = 0.929, T max = 0.970 67130 measured reflections 10823 independent reflections 8234 reflections with I > 2(I) R int = 0.044 Refinement R[F 2 > 2(F 2 )] = 0.051 wR(F 2 ) = 0.120 S = 1.04 10823 reflections 459 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.43 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound with atom labels with 30% probability displacement ellipsoids.
Figure 2
The crystal packing of the title compound. The H atoms not involved in the intermolecular interactions (dashed lines) have been omitted for clarity. (Cosier & Glazer, 1986) operating at 100.0 (1) K. Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-tert-Butyl-N-[(2,6-dimethylphenyl)carbamothioyl]benzamide

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1A 0.33613 (2) 0.71302 (5) (7) 0.0031 (6) 0.0092 (6) −0.0011 (6) C3A 0.0132 (7) 0.0184 (7) 0.0184 (7) 0.0003 (5) 0.0055 (6) 0.0018 (5) C4A 0.0150 (8) 0.0355 (9) 0.0172 (7) 0.0002 (6) 0.0056 (6) −0.0033 (6) C5A 0.0157 (7) 0.0317 (8) 0.0203 (7) 0.0011 (6) C6A 0.0117 (7) 0.0180 (6) 0.0166 (6) 0.0001 (5) 0.0046 (5) 0.0016 (5) C7A 0.0141 (7) 0.0162 (6) 0.0173 (6) 0.0007 (5) 0.0063 (5) 0.0013 (5) C8A 0.0125 (7) 0.0182 (6) 0.0156 (6) −0.0005 (5) 0.0051 (5) 0.0002 (5) C9A 0.0107 (6) 0.0195 (7) 0.0109 (6) 0.0013 (5) 0.0048 (5) 0.0009 (5) C10A 0.0161 (7) 0.0170 (6) 0.0150 (6) 0.0009 (5) 0.0086 (5) 0.0011 (5) C11A 0.0166 (7) 0.0222 (7) 0.0185 (7) 0.0069 (5) 0.0083 (6) 0.0053 (5) C12A 0.0113 (7) 0.0308 (8) 0.0158 (6) 0.0023 (6) 0.0041 (5) 0.0022 (5) C13A 0.0154 (7) 0.0230 (7) 0.0166 (6) −0.0034 (5) 0.0071 (6) −0.0015 (5) C14A 0.0149 (7) 0.0173 (6) 0.0137 (6) 0.0012 (5) 0.0069 (5) 0.0001 (5) C15A 0.0235 (8) 0.0179 (7) 0.0267 (8) −0.0016 (6) 0.0119 (7) 0.0002 (6) C16A 0.0227 (8) 0.0182 (7) 0.0236 (7) 0.0037 (6) 0.0105 (6) 0.0017 (5) C17A 0.0116 (7) 0.0243 (7) 0.0204 (7) 0.0030 (5) 0.0034 (6) 0.0032 (6) C18A 0.0241 (9) 0.0289 (9) 0.0285 (8) 0.0018 (7) 0.0025 (7) 0.0081 (7) C19A 0.0150 (7) 0.0289 (8) 0.0250 (8) −0.0023 (6) 0.0030 (6) −0.0007 (6) C20A 0.0121 (8) 0.0489 (11) 0.0294 (8) 0.0061 (7) 0.0055 (7) −0.0008 (7) S1B 0.01337 (18) 0.0342 (2) 0.01263 (15) 0.00004 (14) 0.00637 (14) −0.00061 (14) O1B 0.0147 (5) 0.0346 (6) 0.0181 (5) −0.0001 (4) 0.0063 (4) −0.0059 (4) N1B 0.0102 (6) 0.0230 (6) 0.0125 (5) 0.0005 (4) 0.0037 (5) −0.0006 (4) N2B 0.0110 (6) 0.0221 (6) 0.0131 (5) −0.0007 (4) 0.0059 (5) −0.0011 (4) C1B 0.0145 (7) 0.0207 (7) 0.0201 (7) −0.0021 (5) 0.0064 (6) −0.0059 (5) C2B 0.0138 (7) 0.0204 (7) 0.0242 (7) 0.0005 (5) 0.0082 (6) −0.0055 (6) C3B 0.0116 (7) 0.0167 (6) 0.0181 (6) −0.0018 (5) 0.0050 (5) −0.0007 (5) C4B 0.0162 (7) 0.0214 (7) 0.0197 (7) −0.0008 (5) 0.0061 (6) −0.0058 (5) C5B 0.0132 (7) 0.0215 (7) 0.0206 (7) 0.0029 (5) 0.0060 (6) −0.0031 (5) C6B 0.0116 (7) 0.0173 (6) 0.0181 (6) −0.0005 (5) 0.0063 (5) 0.0006 (5) C7B 0.0116 (7) 0.0173 (6) 0.0185 (6) −0.0002 (5) 0.0059 (5) −0.0001 (5) C8B 0.0115 (7) 0.0164 (6) 0.0157 (6) 0.0000 (5) 0.0054 (5) 0.0013 (5) C9B 0.0114 (7) 0.0219 (7) 0.0110 (6) −0.0014 (5) 0.0057 (5) −0.0005 (5) C10B 0.0169 (7) 0.0209 (7) 0.0137 (6) −0.0009 (5) 0.0073 (5) 0.0003 (5) C11B 0.0163 (7) 0.0300 (8) 0.0177 (7) 0.0044 (6) 0.0076 (6) 0.0040 (6) C12B 0.0122 (7) 0.0390 (9) 0.0167 (7) −0.0034 (6) 0.0048 (6) 0.0011 (6) C13B 0.0190 (8) 0.0286 (8) 0.0171 (7) −0.0086 (6) 0.0086 (6) −0.0036 (6) C14B 0.0159 (7) 0.0218 (7) 0.0145 (6) −0.0020 (5) 0.0083 (5) −0.0013 (5) C15B 0.0248 (8) 0.0207 (7) 0.0217 (7) −0.0001 (6) 0.0079 (6) 0.0005 (6) C16B 0.0253 (8) 0.0218 (7) 0.0256 (8) 0.0003 (6) 0.0114 (7) 0.0004 (6) C17B 0.0123 (7) 0.0196 (7) 0.0190 (6) −0.0025 (5) 0.0041 (5) −0.0026 (5) 119.9 (12) C8B-N2B-H2NB 119.7 (13) C9A-N2A-H2NA 119.0 (12) C9B-N2B-H2NB 118.5 (13) C2A-C1A-C6A 120.68 (14) C2B-C1B-C6B 120.13 (13) 
